
https://en.wikipedia.org/wiki/Truncated_normal_distribution

Two sided truncation:

One sided truncation (of lower tail):

One sided truncation (of upper tail):
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Some R-commands

mu    <- 50 
sigma <- 5 
n     <- 10000 

lowlimit <- 47 
hilimit  <- 55 

res1 <- rnorm(n, mu, sigma) 

res1a <- res1[res1 > lowlimit] 
res1b <- res1[res1 > lowlimit & res1 < hilimit] 

hist(res1) 
hist(res1a) 
hist(res1b) 

res2a <- ifelse(res1 < lowlimit, lowlimit, res1) 
hist(res2a)


